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IPA OEMERIECOJ 1 U AEGRE . Analysis Match DIADO#EEICEEL TIX IPA Winter 2020 1——7#4
RzaEISEBITZE,

Analysis Match [CDWT

Analysis Match (& IPA [CHgEEENT 2B/ A T3 T,

BE&® IPA Core Analysis BffaREEELL FzIXRMN T 2EMFRIERZR O, D IPA Core Analysis
%z BEDBEDBITERY A-T—IR—BARDE LS JFUYIZADERE/MNAREICET DREMBATERN
5 EEINICHERU, BTN TS LDICRYET,

_ LB AT, Canonical Pathways, Upstream Regulators, Causal Networks, Diseases and
Functions BTERDILE/NY—VICEDWTYYFUIEINET,

Analysis Match ®7—%%/—2X

Analysis Match IZEF I N384, SRA. GEO. Array Express. TCGA. LINCS &&IZ6% 310,000
U EDERS KUY IADEER/D AR EICEAT RIFENTHEREZ QIAGEN @ OmicSoft F—LAWEEUBHESE
LZEDTY,

2020 &£ 12 B3H7E. 80,000 UL EDEATHERENFIARIEE T,

n RNA-seq High Insulin vs untreated FDRO.01 ol

alysis \ Diseases & Functions \ Regulator Effects | Lists | My Pathways | Molecules | Analysis Match | s BT
Activation z-sc...|6.067 - 3.803 (pl of 29) ~| [ AJ More Info
~ Add/Remove
e.. X[ predic. X[ . ¥ X[p-. vIX[Net. ™ X|Tar.. ¥ X|ca.. ¥ X[1
[Activated  [6.067 3.73E-36 [1.00E-04 all235 2356 [6] ——— —
|Activated 5.908 1.39E-17 (1.00E-04 |t...all 66 |66 (1) 1] - - —
cated {5889 {37620 [voue-0s | 75 sy Match against = g
lActiated (5,889 [5.406-20 [1.00E-04 [*...all 75 [75 (&) T
|Activated  |5.713 2.52E-22 (8.90E-03 ..-all 206 [206 (8) 18| [ ¥
|Activated 5.611 1.74E-43  [1.00E-04 .all 545 (545 (61) 16| M
|Activated 5.590 1.41E-37 |1.00E-04 -.-all 320 [320 24) 2 o
lActivated (51575 [7.09E-30 [1.00E-04 | .all181 [181(7) 7] > 8 O O o O l
|Activated  |5.480 1.04E-22 |1.00E-04 -all 112 112 @) 4 ’ a n a yse s :
|Activated 5.426 18.10E-32 (1.00E-04 .all 181 (181 (6) 16|
lActivated " [5:353 [2.986-41 [5.00E-04 | ..all5s4 [s54GD |3
|Activated 5.345 1.57E-38 (1.70E-03 all 547 |547 (35) 3]
lActivated  [5.250"[3.226-39 1.106-03 | ..all 549 [s49.39) 3 -
lActhated  [s.185  [2.056-29 [1.00E-0 ane 1623 3 g
B |Activated 5.184 8.28E-37 (2.70E-03 ..all 527 [s27 31) 3 = g ¢
« | o]
Selected/Total rows : 0 / 2833
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Expression Analysis - CDDO vs DMSO genes -8 x
Summary  Graphical Summary  Canonical Pathways  Upstream Analysis  Diseases & Functions  RegulatorEffects  Networks  Lists My Pathways  Molecules  Analysis Match
Evaluate Me e e CustomizeTible | O [ e BT 1136023 ~|E] ®
AnalysisName T Project T X casedises.. ¥ X compariso.. T X compariso.. ¥ X compariso.. ¥ % weblik ¥ X CP(zssco.. T X URGscord T % CN(scor T X DE(zscord ¥ X © zscore. T X CP(pvalu) T X UR(pvalue) T X CN(p-value) T X DE (p-value) T X p-valueov.. T X
NRF2-Transcriptomic Example Analyses Py 5044 &7 4.90E.04 141151 4638203 262655 7665
3- disease control [In OncoMouse disease control  Other Comparisons  ExperimentGroup ... GSE79084.GPL13912. https:/www.ncoi.nlt 3 4449 3430 247 212607 836E.23 16607 .7
24343- prostate ader LNCS prostate adenocar... Treatment s, Cont... Treatment => ruca... GSE70138.GPL20ST3. https:/fwwnw.ncbi.nifFOA 287 289 254610 423609 898
10- adrenal gland ph RatDisease adrenal gland phe.. Treatment v, Cont.. T GSE10581.GPLET01 10 i 840 245 330 =17 711606 23012 7407 .44
Al samples_All mers 1K 55 2540 248 6.36£.07 1.98E.03 445
All samples_ Allmets k) 6455 2540 248 63607 1.986.03 445
10885- pancreas adel LINCS pancreas adenocar.. Treatment s, Cont... Treatment => KEA... GSE70136.GPL20ST. hitps:/www.ncoinlt 3 5401 2128 208e08 423840 13802 297
1-skin disease [skin] MouseDisease skin discase Discase vs, Normal  DiscaseState => sk.. GSE3S160.GPLIZG.t hitps://wwwncbi.nl B2 95 22 184612 1.036-29 723602 209
1-normal control [l MouseDisease normal control  Treatment v, Cont... SubjectTreatment... GSE33512.GPLT202.t https:/www.ncoinlt 3 5303 204 527607 377E37 632602 2185
Other Comparisons ~ AnimalStrain{mater... GSE66565,GPLIT180. https:/www.ncoi.n 5400 401 1985 1.56E-07 245E42 un
Treatment s, Cont. GSEST292.GPLEES 11 ! 840 5015 1964 1.07606 423640 208605 501
114 head and neck sTCGA head and neck squ... Other Comparisons NFE2L2 Samatic M... HNSC.GPLI1154Vao hitps:/cancergenom 2840 5000 1960 146607 22431 28002 1951
56- cenvical squamou TCGA ceniical squamous .. Other Comparisons  ATR_Somatic_Muta.. CESCGPLIT154Voor hitps:/cancergenom 3 77 1947 22011 %32 28902 294
160- lung squamous TCGA lung squamous cel... Other Comparisons  KEAPT_Somatic Mu... LUSC.GPLTT154Voor hitps:/cancergenom 3 77 1947 14107 338627 1666
1435- nommal control RatDisease normal control  Treatment1 vs. Trea, GSESTB1S GPLIISS 0 I 140 a81 18,07 959606 T43E28 1607
2. normal control [l MouseDisease normal control  Treatment s Cont... Genotype:SubjectT... GSEES124.GPLESES.t http//www.ncbi.nim 3 4449 1890 622607 836E.23 1414
4- emphysema llung] MouseDiscase emphysema Treatment vs Cont... TreatTime:SubjectT... GSEST30.GPL126T.te: http/www.ncbi.nim 3 230 1860 331606 34721 12601 13.43
31- normal control [n MouseDisease normal control  Treatment s, Cont. v » 3 208 1830 251608 s.s8E21 3.9
3- emphysema llung] MouseDisease emphysema Treatment vs Cont... TreatTime:SubjectT... GSEST30.GPL1261.te: http:/www.ncoi.nim 3360 39053 1828 1.59E07 1.536-16 31
397-normal control [ RatDisease normal control  Treatment s, Cont. GSESTB05.GPLIISS 1 I 310 w082 % 331606 472618 140
12- normal control i RatDisease normal control  Treatment v, Cont... TreatTime:SubjectT... GSESTS1S.GPLIISS.t https:/www.ncoinlt 840 a3 92 435606 34721 632602 1351
6- emphysema llung] MouseDisease emphysema Treatment vs, Cont... SubjectTreatment:... GSE76205.GPLI3112. https:/www.ncoinlt 2840 230 92 465£.05 4721 1240
23- normal control [n MouseDisease normal control  Treatment s, Cont. A Fr " 2074 5000 17.68 32609 13632 226602 2101
Treatment vs, Cont... Genotype:SubjectT... GSES1534.GPLEOSG.t https:/www.ncoinlt 3 3953 1766 212607 1.96-18 o404 1371
209-norma control [ RatDisease normal control  Treatment s, Cont... EXperimentGroup2... GSESTB1S.GPLI3SS.t https://aww.ncbi.nir 40 4208 62 568605 133619 156
422- nomal control [ RatDiscase normal control  Treatment s, Cont... ExperimentGroup2... GSESTS1S.GPLIISS.t https://www.ncoinlt 2540 4448 1747 157604 361825 s21E02 14.30
454- nommal control  RatDiscase normal control  Treatment s, Cont... ExperimentGroup2... GSESTS1S.GPLIISS.t https:/www.ncoinlt 2540 a8 1747 1.06E-04 176624 35302 1459
1-normal control [iv MouseDisease normal control  Treatment s, Cont... SubjectTreatment... GSE77729.GPLIT021. hitps:/www.ncoinit 3536 3430 1741 346601 11612 304608 097
992 normal control [ RatDisease normal control  Treatment1 vs. Trea.. ExperimentGroup:... GSESTS1S.GPLIISS.t https:/www.ncoinlr 840 4108 1737 20602 568605 1.866-24 1483
67- normal control [ RatDisease normal control  Treatmentvs, Cont... TreatTime:SubjectT... GSESTB15.GPLI3SS.t https://ww.ncbi.nir 340 4108 31 27605 1.86E-24 6.65E-04 1574
431-nomal control [ RatDiscase normal control  Treatment s, Cont. GSESTB1S.GPLIISS 10 ! 2540 230 17.18 7.85E04 34721 .78
2-normal control[s7 HumanDisease  normal control  Other Comparisons  SmokingStatus =>.. GSEIS687.GPLSTOe: http://wanwncbi.nim 2540 230 17.18 244600 34721 258E.02 1283
27- normal control [n MouseDisease normal control  Treatment s, Cont. A Fr b 840 3980 17.05 206606 955E.24 14.35
943- normal control [ RatDisease normal control  Treatment1 vs. Trea.. ExperimentGroup:... GSESTB1S.GPLIISS.t) https:/www.ncoinlt 840 3980 17.05 24805 836E.23 13.35
395- normal control [ RatDisease normal control  Treatment s, Cont... EXperimentGroup2... GSESTB1S.GPLI3SS.t https://www.ncbi.nin 40 3980 17.05 1.66E05 836623 601602 1404
11- normal control [ MouseDisease normal control  Other Comparisons GSESTSAT.GPLT202t0 i 2540 208 1687 428606 111E21 13,16
25027 s Treatment vs, Cont... Treatment => alvo... GSE70138.GPL20ST3. https:/www.ncoi.nlt 1270 2041 330 1685 78504 476603 181E06 558
46- normal control [ RatDiscase normal control  Treatment s, Cont... TreatTime:SubjectT... GSESTS15.GPLIISS.t) https:/www.ncoinlt 2840 3849 1672 1.66E-05 6sE22 365E.04 1489
122- bladder carcino TCGA bladder carcinoma .. Other Comparisons NFE2L2 Samatic M... BLCAGPLITIS4Voar hitps:/cancergenom 840 3819 1665 846E07 174816 1092
996- normal control [ RatDisease normal control  Treatment1 vs. Trea, GSESTB1S GPLIISS 0 I 3350 273 1658 1.59E07 457E-15 1057
140- head and neck sTCGA head and neck squ... Other Comparisons  KEAPT_Somatic Mu... HNSC.GPLT1154Vao hitps:/cancergenom 840 3680 1630 38107 1.246-13 s21E02 1041

3-normal control [ne HumanDisease normal control  Treatment vs. Cont.. Treatment => CDD... GSE4T616.GPL10SSS. http:/www.ncbinim 2840 3650 1630 197E.09 25315 o703 1266
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Expression Analysis - CDDO vs DMSO genes -

Summary  Graphical Summary  Canonical Pathways  Upstream Analysis  Diseases & Functions  Regulator Effects  Networks  Lists  MyPathways  Molecules  Analysis Match

ew As ew Com CustomizeTable | C1 [ sc..| 196- 857 (1/53)

AnalysisNa.. T Project T X compari.. T X compari. ¥ X sample. M X weblink T X CPz-sc.. T X UR@sc.. T X CN(sc. T X DE@Esc. ¥ X ¢ zsc T X CP(pvan T X UR(pva. T X CN(p-v. T X DE(pval. T X =
114- head and nes TCGA Other Comparis... NFE2L2_Somatic.. RnaSeq Transer. ‘tancergen 2840 50.00 19.60 146E-07 2.24E-31 2,89E-02

56- cervical squam TCGA Other Comparis... ATR_Somatic M... RnaSeq_Transcr.. 311 4877 19.47 2.29E-11 2E32 2.89E-02

160- lung squame TCGA Other Comparis... KEAP1 Somatic_... RnaSeq_Transer.. 3N 4677 1947 1.41E07 3.38E-27

6- emphysema [lur MouseDisease Treatment vs. C. SubjectTreatme.. RnaSeq_Transer.. 2840 43.30 17.92 4.65E-05 347E-21

1-normal control MouseDisease Treatmentvs. C... SubjectTreatme.. RnaSeq_Transcr.. 35.36 3430 1741 3.46E-01 11E12 3.04E-08

122- bladder carci TCGA Other Comparis... NFE2L2_Somatic.. RnaSeq_Transcr.. 2840 38.19 16.65 B.46E-07 1.74E-16

140- head and nes TCGA Other Comparis... KEAP1_Somati Rnaseq_Transer... 2840 36.80 1630 38107 1.24E13 3.21E-02

37- papillary renal TCGA Other Comparis... CBLB_Somatic_M... RnaSeq_Transcr.. 2840 33.85 15.56 T44E-10 1.226-12 3.26E-03

69- small intestine OncoGEO Treatmentvs. C... Treatment:Treat.. RnaSeq_Transcr.. 25.00 3430 14.82 3.11E-02 2.08E-05 3.04E-08

46- small intestine OncoGEQ Treatmentvs, C... Treatment:Treat.. RnaSeq_Transcr.. nn 27.00 14.53 1.75E-06 5.11E-06

42-head and neck TCGA. Other Comparis... HGF_Somatic_ M... RnaSeq_Transcr.. 2540 3227 1442 332E-04 1.35E-09

44- normal contro MouseDisease  Tissuel vs. Tissu,. Tissue => small . Rnaseq_Transer.. 22.82 3430 1428 2,09E-04 6.56E-08

162- small intestin OncoGEQ Treatment vs, C. Treatment:Treat.. RnaSeq_Transc 2840 27.70 14.02 3.77E05 B.79E-11

15- neuradegener MouseDisease  Other Comparis... Genafype => T... RnaSeq_Transcr. 2840 25.00 1335 381E07 5.98E.05 9.04E.02

29- bile duct cana TCGA Other Comparis... DOTIL_Somatic_.. RnaSeq_Transl 2540 27.00 13.10 1.56E-07 1.67E-08

24- systemic lupus HumanDisease CellTypel vs. Cel... DiseaseState:Cel.. Rnaseq_Transa 1037 42,01 13.09 331E06 3.67E-12

3- normal control OncoGEO Treatment vs. C... Transfection = RnaSeq_Transcr.. X 2840 22.82 12.80 5.15E-05 5.89E-04

21- hepatocellular HumanDisease Treatment1 vs, T, RnaSeq_Transer... Wnebi, 51.03 1276 1.12E05 3.5E-33 2,89E-02

3-normal control MouseDisease Treatmentvs, C... PreTreatment:Tr.. RnaSeq Transcr. https://www.ncbi, 2540 25.00 1280 7.85E04 5.98E-05 3.66
21- normal contro MouseDisease Treatment1 vs. T... CellD: ot RnaSeq_Transcr.. Z nebi. 2540 25.00 12.60 7.85E-04 5.98E-05 3.66
2-normal control MouseDisease Treatment vs. C... DiseaseState:Tre... RnaSeq_Transer.. 2540 25.00 1260 7.85E-04 5.98E-05 T1E-02 4.64
13- lung squamaTCGA Other Comparis... NFE2L2 Somatic.. RnaSeq Transer.. 2540 2406 1236 128605 348623 13.68
3- normal control MouseDisease Other Comparis... CellD ti RnaSeq_Transer.. 4851 1213 8.41E-03 3.89E-14 774
10- colon cancer [ OncoGEO Treatment vs. C. Transfection = RnaSeq_Transer... 2540 22.82 12,06 5.24E-04 5.89E-04 3.26
17- Alzheimer's di: MouseDisease Other Comparis... Ti: RnaSeq_Transcr.. 2540 2282 12.06 1.48E-03 8.01E-05 412E-05 5.66
16- normal contro MouseDisease  Tissuel vs. Tissu... Tissue =» jejun... RnaSeq_Transer... hitp://www.cbiac 1369 3430 1200 401E-04 1.16E.05 417
98- nonalcoholic f MouseDisease Treatment1 vs, T, RnaSeq_Transer.. Wnebi. 3n 16.67 11.94 212E-01 331E06 5.98E-05 519
126- small intestin OncoGEO Treatment vs. C... Treatment=> b... RnaSeq_Transcr... hitps://www.ncbi 2840 19.29 1192 5.63E.05 5.11E-06 7.54E.02 533
21- normal contro MouseDisease Other Comparis. RnaSeq_Transcr.. /A nebi.r 2540 2182 1.81 6.84E-02 1.21E-04 457E-15 9.71
1- acute myeloid I HumanDisease CellTypel vs. Cel... CellType mo.. Rnaseq_Transer.. https:/www.ncbi. 1270 3430 175 7.85E-04 9.51E-07 4.56
11- normal contro MouseDisease Treatment! vs. T... RnaSeq_Transcr.. nebi. 2694 19.29 11.56 4.61E-02 6.45E-09 5.11E-06 2.58E-02 8.20
1- familial dysautc HumanDisease  Other Comparis... DiscaseStage =... RnaSeq_Transr... hitps://uww.ncbi 2540 2041 1145 244604 4T6E-03 297
20- hepatocellular HumanDisease Treatment1 vs, T Rnaseq_Transer... Wneoi, 4584 140 2.08E-04 1.36E-24 137
13- normal contro MouseDisease Other Comparis. RnaSeq_Transcr.. % nebi. 4537 11.34 6.6E-02 4.95E-01 T.O7E-11 5.82
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Significant metadata in 29 selected analyses (CDDO vs DMSQ) - 0o X

Customize Table FEB» 29 repository analyses selected

Metadata field T X Significant term W ES p-value T X Selected analyses wit.. 7 * Total analyses witht.. T * Selected analyses wit.. T * Total analyses witha.. ¥ *
platfol NGS.Illumina.HiSeq2500 3.81E-08 " 2951 29 62613
ntro experim immune e... 2.79E-05 2 17 29 62813
se.d experim immune e... 9.49E-05 2 3 29 62813
platfor NGS.Ilut 1 q2000 1.92E-04 1 2441 29 62813
se.d CTLA4-Ig 7.5 ug/ml;anti-CD3 ... 2.83E-04 1 1 " 38206
control.dosage anti-CD3 2 ug/mkanti-CD28 ... 2.88E-04 1 1 11 38206
case.cellline A2780 2.93E-04 1 8 1 27286
case.celltype anergic CD4= T cell 3.25E-04 1 1 13 40007
case.treatmentstatus low carbohydrate diet 4.14E-04 1 1 1 2418
((((( diseasestate atypical deletion Williams sy... 4.62E-04 1 1 29 62813
comparisoncont itrast Treatment:TreatTime[hours] ... 4.62E-04 1 1 29 62813

Selected 0/ 143

OI)—7—%IE. NRF2 7OFAR—% CDDO-me TUEBINLYIADEEHNSDEDTIN, TNIC—KTD
BITEUT BEICRBINLYIVADMICAHRT BN IU)YFLTVWET, CORFITIE REF|EIL T
30 OEMHNBEBIRINELEEN,. ZDOED 8 DIFI3RAF BUERZ INSDENDTI , 7—IR—XHD 80,000
DD OETRUWIEZITOTLDEDIE 59 DA TH D=6, L 30 DIERDHICZEDSIED 8 DHFTRT
N EIFIERICEETY (p = 2.17E-13),

NS LDER

Metadata field:EEGAZE(F—T—RFEETL—)MRE DN 27z OmicSoft XF7—45T71—ILRDHAI,
Significant term HERUz—EDOBRFTTRIBICIV)YFULTVSZEMRDH > 12RO EEE.

p-value HEIRUZBETOREDHEICHU TGGHEINIZE D1 v v —DIEFEIRED p 1B,

Selected analyses with term:BIRENZBRITD DO 5. EELGAEER DB

Total analyses with term: EZQAEZ S OERINEBTD ., 2IRICH1T DL

Selected analyses with any value in field :ZRUZZETICEHET SRAENZEN TV S EREED & 5
Liig 8

Total analyses with any value in field: ZD X957 —57 14 —)URIERDREEMN & DHEITE.
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Project Manager *

A-7 Sort Search Refresh

My Projects
% Shared Projects
Libraries

Search for Omicsoft "I

Oncoland
Hematology
MetastaticCancer
OncoGEOD
OncoMouse
Pediatrics
TCGA

Diseaseland
HumanDisease
LINCS
MuouseDisease
RatDisease

Ingenuity Canonical Pathways
My Pathways

Ingenuity Tox Lists

My Lists

Fd&lETETE A

LUFDOAIZE, Er(human) DiEE (asthma) SR T, albuterol Z&FXBVWEDERZRLTVET . CDELD
IBRRFBRERNS ., TIV0 )y OUTERZR<D. &K 20 B BRUTCHBBH T D EMNTEET,

Dataset and Analysis Search
human AND asthma NOT albuterol Search

Examples: liver, “mouse OR rat", "Hela NOT “ovar®"

Search Results
Found 486 results in 91ms for query [human AND asthma NOT albuterol] § OmicSoft > DiseaseLand > HumanDisease > Analyses

ranulocytic asthma [sputum] NA 6186

Folder Types 2- paut

@ dataset (247!

@ analysis (238’ Case/Control Differences

Projects
# HumanDisease (484) ‘Kev |l:asn ‘ Control ‘
av E paucigr ic asthma | eosinophil aslhma‘
Add to Comparison Crea... 2020/..-2020/.. (1/25) ~
Folder Name Folder Type  + Creation Date Folder Id Comparisan Context
2- paucigranulocytic asthma [sputum] NA 61 0/10/0101:4
1- neutrophilic asthma [sputum] NA 6185 analysis 2020/10/0119:06:52 9136692 comparisoncategory Diseasel vs. Disease2
1- asthma [sputum] NA 9627 analysis 2020/10/10 01:32:57 9198174 comparisoncontrast => paucigr ic asthma vs asthma
4- asthma [peripheral blood] LpA 5825 analysis 2020/09/30 15:42:41 9117256 organism human
1- asthma [bronchial epithelium] Transfection_HRV-infected 2473 analysis 2020/10/10 01:58:39 9198361 platformname Illumina.HumanRef-8_V2_0_R1_11223162_A
5- asthma [nasal epithelium] NA 15079 analysis 2020/09/30 11:42:30 9113984 tissue sputum
1- asthma [nasal epithelium] NA 15075 analysis 2020/10/10 01:40:42 9198223 treatment NA
1- asthma [airway smooth muscle] FBS 8445 analysis 2020/10/10 02:00:25 9198375
1- asthma [tracheal epithelium] Infection_rhinovirus 14079 analysis 2020/10/10 01:50:57 9198301 .
1- asthma [bronchial epithelium] Transfection_ HRV-infected 2471 analysis 2020/10/10 01:43:46 9198245 AllExpenment Metadara
8- asthma [nasal epithelium] NA 15082 analysis 2020/10/07 15:21:00 9169417 il paucigr asthma
- asthma [peripheral biood] NA 1737 analysis 2020/10/0112:57:29 9133210 case.dosage[gy]
12- asthma [peripheral blood] NA 1738 analysis 2020/10/01 11:24:35 9132200 G GSM 1096961;65M
1- allergic asthma [bronchial epithelium] NA 5879 analysis 2020/10/10 02:08:26 9198427 TR S
1- asthma [sputum] NA 6004 analysis 2020/10/10 0151:40 198307 case.samplingtimeldpil
1- asthma [airway epithelium] NA 2957 analysis 2020/10/10 01:48:13 9198275 case.samplingtime{hours] .
1- asthma [bronchial epithelium] NA 6387 analysis 2020/10/10 01:44:25 9198251 case.samplingtime[hpi]
1- asthma [lung] NA 2658 analysis 2020/10/10 01:42:13 9198232 RTINS S
1- asthma [peripheral blood] NA 5286 analysis 2020/10/10 01:39:23 9198213 o Tataent NA
2- asthma [peripheral blood] NA 5287 analysis 2020/10/08 23:44:00 9185304 case.treattimeldays)
case treattime[hours]
case treattime[minutes]
collection ImmuneHuman

comparisoncategory Disease1 vs. Disease2

mparisencontrast => paucigr asthma vs ic asthma

Selected 0 / 46676
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r Settings/Legend
Filter
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UR let-7

UR  muolybdenum disulfide
UR calphostin C
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T T EEEEEEEEEEEEEEEEEEEE
J— comparisonid
I T ™

CN argatroban comparisoncontrast

CN NE-DD4L e I comparisoncategory

UR let-T 12- bladder transitional cell carcinoma [bladder] MNA 2308

UR molybdenum disulfide Comparison Contrast: ExperimentGroup => MS2b2.1 urobasal B vs M51b urobasal A
UR calphostin C

UR  actinomiycin D

UR miR-28b-3p (and ather miRM...
UR miR-21-5p (and other miRNA..
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Entity Type IC5H5T71IF—T7RIVEFEALT Upstream Regulators I& UR. Causal Networks
(& CN. Canonical Pathways [& CP. Downstream Effects(Diseases&Functions)|& DE TJ 1%
I TEFT,

"UR, CN"DE O BREAENDETIAIII T TERIET WMAERDICENTTET,

Entity Name DI 9—J7 RV EFBRAITEIE HEDIVTATAREITAINIIIITTEFRTHIZIE
PPARA. PPARG 2&ZRDIF3ICIE PPARA ZIRZRT 2H PPAR* REDTAIVRA—R(FPRYIRD) &
FRLEY.

4 RIDELICHD FILTER RV TABEDI TR FrDINTICHUT TN T ETBENTETE
T, HZIL. Molecule Type 715 —%Z{FALT. Upstream Regulators & Causal Networks OLF1
L—990F%. (S5 1L—9 | DHHIRT D ERENTEEXT,

| £ Filter X
Pathways @
Tree View @) List View
Select All

Cardiac Hypertrophy Signaling

Cardiac Hypertrophy Signaling (Enhanced)
Hepatic Fibrosis Signaling Pathway

HGF Signaling

IGF-1 Signaling

Integrin Signaling

Reelin Signaling in Neurons

Senescence Pathway

Signaling by Rho Family GTPases

Synaptogenesis Signaling Pathway

«

Molecule Filter

«

Select Functions and Diseases to Display

Score Filter '-.é.«'
p-value Cutoff: (leg10)
z-score Cutoff: (absolute value)

OK Cancel
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Activity Plot [CDUW\T

Activity Plot #gETIl&. 80,000 LI ED OmicSoft Land A#rIZ$H(F5 Canonical Pathways.
Upstream Regulators / Causal Network master regulators. Diseases and Functions ‘& D&
—DIPAIVTATADTITAETAZEFREL BRI D ENTIHRT . FBDIRRE. EFIOMMDBEE. /Y
TP INREZERTATFEDT—IEYMIDE>TFAINIEYFERELEZ Analysis Match 7—49AX—X
TERIBDCEICKV IPATIV T4 T/ ICEAT S RBEICEHDENTETET . Activity Plot HaElZ.
Analysis Match 12V RICEENTUVET,

COEEZEERT D& [EDBREDN ERNSEERADBIT(EMT) ZREITDETFRSNEIN 2 ITEDL SR
REIRET ILK V7T IVEmERBEISERESNDDH ? ITEDITATOMRAICEWT STAT3 M LiRHIEHEF &
UTEEIESNTVESH ? IREDBRICERADCENTEFT,

TOHEIE. Analysis Match 7—4ARX—2M 80,000 LU EDERHFICH T EEHN SEERADBITHERED T8I
INBEMZRUTCVWETEMT (X 3545 OFCERICEELTCHY (TOVFRDO R YK TOVRIIRL).
TH5IC EMT Meg<EEIN TS (z RO7 <-2)@Hd JtvhZz#RU. comparison type
[Treatment vs. ControlJI[CDWTIAILFUITUIEEDTY (FREDR),

Activity Plot - Epithelial-mesenchymal transition [EMT] - 0o x
=3 Case/Control Differences
4038 Analyses for Epithelial-mesenchymal transition [EMT] Key Case | Control
275 . treatment | erlotinib | DMSO
25.0
Comparison Context
225
celltype epithelial cell
§ 20.0 comparisoncategory Treatment vs. Control
E] q Treatment:Transfection => vector
é 17.5 COlIPASCHCORMES control -> erlotinib vs DMSO
= diseasestate lung adenocarcinoma (LUAD)
i?n =0 organism human
g TG '. platformname NGS.lllumina.HiSeq2000
é . tissue lung
E 100 . .. transfection vector control
vy
75 s
. All Experiment Metadata
5.0 L
R case.celltype epithelial cell
25 L case.di ate  lungad i (LUAD)
case.sampleids GSM1595853;65SM1595854;GSM1
0045 4o 35 30 25 -0 -i5 -lo <05 0o o5 1o 1s 20 25 30 35 40 45 50 case.samplesource  epithelial cell
7Z-Score case.tissue lung
Evaluate Metadata Customize Table  E@ Z-score -4.127 - -2.260 (plof2) v More Info
Analysis Name T Project ¥ X Pp-value T + Z-score T case.diseasestate T X casetissue T * case.treatment T X comparis... T %
23535- prostate adenocarcinoma LINCS 8.01E-04 -4.127 prostate adenocarcinoma (PRAD) prostate KIN001-043 GSE70138.GPL20
9- ovarian serous carcinoma [ovar OncoGEO 3.21E-03 -3.981 ovarian serous carcinoma ovary NA GSE17260.GPLE4
3- normal control [liver] NA 11572 HumanDisease 2.35E-06 -3.763 normal control liver NA GSE72068.GPL10
1- amyotrophic lateral sclerosis (A HumanDisease 7.23E-05 -3.637 amyotrophic lateral sclerosis (ALS) skin NA GSE87273.GPL18
21369- normal control [kidney] BELINCS 1.07E-05 -3.633 normal control kidney BI2536 GSE70138.GPL20
11- esophageal carcinoma (ESCA) OncoGEQ 1.11E-04 -3.619 esophageal carcinoma (ESCA) esophagus deoxycholic acid GSE13376.GPL57
3- psoriasis [epidermis] NA 7353 MouseDisease 5.44E-06 -3.612 psoriasis epidermis NA GSE59384.GPL6:
OncoGEQ 5.41E-05 -3.542 lung adenocarcinoma (LUAD) lung erlotinib
3- ovarian cancer [ovary] DMSO 3 OncoGEQ 5.25E-06 -3.498 ovarian cancer ovary DMSO GSE53603.GPL5:
1- colon cancer [colon] NA 1074 OncoGEQ 3.56E-11 -3.495 colon cancer colon NA GSE34053.GPL5:
2- colon cancer [colon] NA 1075 OncoGEQC 3.69E-11 -3.495 colon cancer colon NA GSE34053.GPL5:
4- normal control [embryo] differe HumanDisease 7.30E-05 -3.470 normal control embryo differentiation medium GSE56796.GPL11

Selected 1/297
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Activity Plot DEENAE
BEDIVT1474D Activity Plot ZEET BICIE EIC 2 DDOAERHYET,

REFRERN S DG B SIRRY TCRIXDH D AFEZE AN U THRERLIRFRERDHFNS 1T DOFIVIR
WO REERLT Y —ILIN—D Activity Plot "9 2%& 5y IULET,
ERBEHEFELTRTT D YRY—LFa1L—F(depth 1~3)ELTHTRT N EERLE T,

Core Analysis &R H 5 DB &1L, Canonical Pathways. Upstream Analysis. Diseases &
Functions DWWINHDERNSEENITD_EMTETET,

Canonical Pathways 4 7 Cld. I 57 CHKDH S Pathway Z2'J)w2 U, Activity Plot ho &0 )y
JUFEY,

Expression Analysis - NRF2 activation by CDDO-me - 0 X
Summary  Graphical Summary  Canonical Pathways  Upstream Analysis  Diseases & Functions  Regulator Effects  Networks  Lists 5
Chart Overlapping

(M

Customize Chart Horizontal (@ Vertical View as:  Stacked Bar Chart o B e O More Info

M positive z-score | z-score =0 M negative z-score [ no activity pattern available

log(p-value)
e ~
h & &
1 T S —
|
|

5]

o
S

« E g < T i ™ g % ] ] = = = B E) e
=, & & T B 2 5 | H
gf ¢ BF 5F & Y &y 2 g : Y
i 2 &
S8 ¢, 3% §8 § sz 8z £5 i Selectone barin the chart i3
R R R E N : . . g8
s #g =85 g
03 L2 48 [ ¢ 4; Iz 1 thenclick Activity Plot Button §;
5 0 5 3 S L i :
B s = x ] 1 g 2 s o . -
E = x g £ = 4 £
2 5 P
3 £
A
20 molecule(s) associated with i bolism General Si i y at NRF2
activation by CDDO-me [Ratio: 20/143 (0.18)] [z-score: 2.683] [p-value: 3.36E-06] Activity Plot | | View Report | Open Pathway
Add To My Pathway Add To My List Create Dataset Customize Table B O ﬂ- Expand
Symbol  Entrez Gene Name X Identifier * Measurement * Ex.. X Loc.. ¥ Typ.. * Bio.. * Dru.. ¥
Ensembl/GenBank X R IEX LS
CREBBP CREB binding protein NM_001025432 <1093 173603 T Up Nucleus  transcri... cC.....all 2
EP300 E1A binding protein p300 NM_177821 -1138  6.13E-04 +Up Nucleus  transcri... CC.....all1
FTL ferritin light chain NM_010240 1474 101E-03 T Up Cytoplasm enzyme  dia.....all 2
GeLC glutamate-cysteine ligase catalytic subunit NM_010295 11466  7.74E-04 T Up Cytoplasm enzyme
GSTA3 glutathione S-transferase alpha 3 NM_001077363 +213 1.07E-06 + Up Cytoplasm enzyme

reTAg = HrH e A et i P b EMSMIISTANNANNI10827 27274 &7NE-0R & 1in P =

Selected/Total molecules: 0 / 20
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Upstream Analysis 7 7Tl EIkMD$H S Upstream regulator £7z1& Causal network ZZEiRU.

Activity Plot R92%&2')yoLET,

Expression Analysis - NRF2 activation by CDDO-me - o x
Summary  Graphical Summary  Canonical Pathways  Upstream Analysis  Diseases & Functions  Regulator Effects ~ Networks  Lists <>
Upstream Regulators Causal Networks

Add To My Pathway Add To My List Display as Network Activity Plot Customize Table Mechanistic Networks 2 B >
Upstream ... T ¥ ExprFold.. T * Molecule Type T X Ppregict... T * Activati... T * p-v.. T X Target.. T * Mecha.. T *

transcription regulator Activated 4,29E-20

GSR +1.666 enzyme Inhibited -4.562 1.01E-19 4+ABCC2,...all 21
TXNRD1 +1.958 enzyme a -4.543 2.60E-17 +ABCCZ,...all 21
Breast cancer disease Select.one I’O\:'V !n the 1able’ -0.642 5.65E-17 4+ABCC1, ...all 119
tert-butyl-hydroquino chemical rea then click Activity Plot Button pgg7 6.76E-14 4ABCCT,.all 25 272 (8)
1,2-dithiol-3-thione chemical reagent Activated 2.830 4.96E-13 4+ABCC3,...all 37 104 (4)
MAFG 4+1.155 transcription regulator Activated 2.61 7.06E-11 4+ABCC3. ..all

Diseases and Bio Function # %7zl Tox Functions tab # 7Tl HkDdH 3 Disease
Function Z:&RU. Activity Plot R 2% 2w o ULET,

' Expression Analysis - NRF2 activation by CDDO-me - 0O X
Summary Graphical Summary Canonical Pathways Upstream Analysis Diseases & Functions Regulator Effects Networks Lists <>
Diseases and Bio Functions  Tox Functions

§ Size by:  z-score ~  Color by: z-score v »

' Click squares below to explore Currently Viewing:

Organismal Injury and Abnormalities Gastrointestinal Dise... Cell Deathan... CellularDev... Molecula... Developm... Gene Exp... p Cellula...

Neumlo Embr... Hepa...

TissueD... ---.l .--

Small Mo....

I Drug Metabo... =
I Lipid
. m Select one row in the table,
Hematolo... =
lar Grow... Amin...
 then click Activity Plot Button m oo, R
Organismal s... Hematolo.. Resp.
Organism...
L H o o cotas
- || . nfl... ce
L | [ L[] mE -
AWV
Add To My Pathway Add To My List Annotation Activity Plot Display as Network Customize Table 5 B »
There are 26 unique molecules selected
Categories T Diseases or Functions A... T p-value T X pPredicted... T ¥ ¢ Activati.. T ¥ Molecules T X #Molecules T *
Developmental Disorder Midline defect 2.40E-04 Increased 4236 4+ALDH1A1,....all 31 31
Drug Metabolism 3.50E-12 Increased 2.621 26
Drug Metabolism Conjugation of glutathione 1.42E-04 Increased 2.439 +GSTA3, 1G.....all6 6
Lipid Metabolism,Smal... Conjugation of lipid 7.31E-05 Increased 2.425 +GSTP1, *S.....all6 6
Molecular Transport Release of heavy metal 5.05E-05 Increased 2.224 4+ABCC1,4G...... all6 6
Amino Acid Metabolis...  Transport of methotrexate 1.57E-05 Increased 2.202 4+ABCC1,+A....all5 5§
Drug Metabolism Joining of glutathione 1.79E-05 Increased 2.147 +GLRX, TGS... ... all7 7
Drug Metabolism,Prote... Synthesis of glutathione 1.42E-04 Increased 2.000 4+GCLC, 1GC... ..all6 6

BRI TATADSTIT4ET1 IOV NERENT D&, TOERFD "Ry
BTERR). TOVEOTORICITELTRRINZET,
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Activity Plot D{ERAX
Activity Plot Zi£gid 5 & . ZDHl(Biological function "epithelial-mesenchymal transition”
(EMT))DELSBFv— bR RINZET,

Activity Plot - Epithelial-mesenchymal transition [EMT] - 0O x
P
4038 Analyses for Epithelial-mesenchymal transition [EMT]
27.5 .
= 25.0
2 225

7.5 .
5.0
25
0.0
-45 45 50
Evaluate Metadata Customize Table  H# More Info

—NI&. Analysis Match QURIKIHNS OmicSoft DR TDRHTICHZ2T. 1 DDIVT1 T4 (ZDHIT
X EMT)DFRISNISEEDEHRETY , ZRVEE 1 DOPHERLTCVET . OMDIVTAT4D z A7
MBI TOYRIN, p BED-log Ny B TOYVRINTWET . T4 T4 D z-RATPHHERHE 1.75 K.
FzE pEMN 0.05 ZEBZ DG5SETOVHNIRRINGEVZEITEFRLTIZE LY,

Activity Plot - Epithelial-mesenchymal transition [EMT] - 0O X
g
4038 Analyses for Epithelial-mesenchymal transition [EMT]
275 : .

C] 20 Inhibited and significant Activation state unclear, but significant Activated and significant

,—g 22.5 H H

4 200

S 175

8150

o 125

o

5 100

Y

£ 75

3 so

2.5 ®e
0.0
-45  -40
Z-Score
Evaluate Metadata Customize Table = @ More Info
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Fr—bDHRT—DODHHEFIRT D& Fr— O TORICHHDFMH TR SN B LICHTOFANRTS
NIZXIT—=FINRIVNRREINE T, TOFITIE EMT D z AOAPHENAFT RICH D DHMBIRINTVE
T (FREDR).

Customize Table MYV ZEHT & RICAYT—IDINEEBINTD_ENTIET,

Activity Plot - Epithelial-mesenchymal transition [EMT]

- o x
Iy Case/Control Differences

4038 Analyses for Epithelial-mesenchymal transition [EMT] Key el | [——

275 ° treatment | erlotinib | DMSO
_ 250
S 2s
H oo Comparison Context
a
% ] celltype epithelial cell
0 150 comparisoncategory Treatment vs. Control
g 12.5 o . — Treatment: Transfection => vector control -> erlotinib
§ 100 comparisoncontrast | “Hyen
E'EE; 75 diseasestate lung adenocarcinoma (LUAD)
@ cp organism human

25 ., platformname NGS.lllumina.HiSeq2000

0.0 ! Il i | | L ! tissue lung

= =5 = =2 0 2 3 g B transfection vector control
Z-Score

Evaluate Metadata Customize Table

B

Analysis Name

T Project

T X Pp-value

More Info

mx

T i Z-score T case.diseasestate T ¥ ca.. T ¥ comparisoncontrast LT X

16882- fibrocystic breast disease [breast] erlotinib 7648
11- lung adenccarcinoma (LUAD) [lung] erlotinib;PBS1086 4719

LINCS
OncoGEQ

1.95E-03
5.57E-04

-2.774
-2.614

lung adenocarcinoma (LUA... lung
fibrocystic breast disease

breast
lung adenocarcinoma (LUA... lung

Treatment:Transfection => vector c...
Treatment => erlotinib vs DMSO
Treatment => erlotinib;PBS1086 vs ...

GSE701]
GSEB54

Selected 1/ 3

—EICEBOOMERIRUIZY., T—TJIVADRIRY V&> TIRRE T1ILP T UIEUTREMNTEE
T TDORI)—=223v TR BD z RO7(EMT BAEEINDCENRFRIINTLD) 2R OO Z#IR L.
"comparisoncategory” MATLT Treatment vs. Control” DT 1ILFITZTV\ ASHDEEER
FTOMICERELTCVET . RICTFET D0ME. Fr—MATIHREDOR Y TREINTVET,

Activity Plot - Epithelial-mesenchymal transition [EMT]

B

Case/Control Differences

4038 Analyses for Epithelial-mesenchymal transition [EMT]

Key Case Control
2751 ° dosage 10 uM NA
> 2501 targetgene GSK3beta <no value>
32251
g e treatment KINOD1-043 DMSO
T 20.0
% 175 { treatmentgroup | Wnt signaling inhibitor | <no value>
Biso, .
0
1254
g . Comparison Context
E 10.0 1
E 751 celline PC3
aoso celltype prostate epithelial cell
251 % comparisor y Treatment vs. Control
0.0 comparisoncontrast Treatment => KINO01-043 vs DMSO

Evaluate Metadata

Customize Table

=g

diseasestate

prostate adenocarcinoma (PRAD)

Z-score -4.127 - -1.949 (p1of2) - More Info

Analysis Name T Project

T X p-value
B.01E-04

T © Z-score

T casediseas... T %

case.tissue

T X compariso... ® X

compariso... T ¥ compariso... T X

prostate adenocarcin...

prostate

Treatment vs. Control

Treatment == KINOOT...

21369~ normal control LINCS 1.07E-05 -3.633 normal control kidney Treatment vs. Control  Treatment => BI2536... GSE70138.GPL20573.1
110~ lung adenocarcinon OncoGEOQ 5.41E-05 -3.542 lung adenccarcinoma... lung Treatment vs. Control  Treatment:Transfecti... GSE65420.GPL11154.C
3- colon cancer [celon] OncoGEO 3.61E-06 -3.456 colon cancer colon Treatment vs. Control  Treatment:TreatTime.. GSE55624.GPL570.tes
17602- fibrocystic bre: LINCS 7.13E-06 -3.379 fibrocystic breast dis... breast Treatment vs. Control  Treatment => radicic... GSE70138.GPL205673.L
21464~ normal control LINCS 1.68E-04 -3.276 normal control kidney Treatment vs. Control  Treatment => dasatin... GSE70138.GPL20573.1
11667- breast ductal cz LINCS 6.77E-06 -3.274 breast ductal carcino... breast Treatment vs. Control  Treatment => AZD83... GSE70138.GPL20573.1
1- melanoma [skin] Tra OncoGEO 1.29E-06 -3.267 melanoma skin Treatment vs. Control  Transfection:CellLine ... GSE12445.GPL96.test’

19847 marmaal asnteal Lo 1 aar na

Selected 1/ 201
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BEIRUEDT DAY T =Y /EHICTHET & T a7 —9 v IR SBEERBIREPSNITHENT
TEI,

T—TJIVATHIT =9y hEEIRUGERUEDTDORY DBV ET), Evaluate Metadata My %
21 )9 IUFT,

Activity Plot - Epithelial-mesenchymal transition [EMT]

- o X
R Case/Control Differences
4038 Analyses for Epithelial-mesenchymal transition [EMT] Key e Control
27.5 4 * dosage 10 uM NA
> 01 targetgene GSK3beta <no value>
3 2251
g o treatment KIN001-043 DMSO
> |
o
§ 1754 treatmentgroup | Wnt signaling inhibitor | <no value>
S 150/
T
@ 125 q
2 . Comparison Context
g 1001 .,
= .
E 751 . cellline PC3
@ 50 celltype prostate epithelial cell
254 %, comparisoncategory Treatment vs. Control
0.0 . comparisoncontrast Treatment => KIN0O01-043 vs DMSO
-4 -3 -2 -1 0 1 2 3 4 5 . -
diseasestate prostate adenocarcinoma (PRAD)
Z-Score
Evaluate Metadata Customize Table B Z-score -4.127--1.949 (plof2) ~ [ More Info
Analysis Name T Project T X p-value T o« Z-score T casediseas... T * casetissue T * compariso... ™ X compariso... T * compariso... T *
23535- prostate adenc LINCS 8.01E-04 -4127 prostate adenocarcin... prostate Treatment vs. Control  Treatment => KINQO1... GSE70138.GPL20573.1
21369- normal control LINCS 1.07E-05 -3.633 normal control kidney Treatment vs. Control ~ Treatment => BI2536... GSE70138.GPL20673.1
10- lung adenocarcinon OncoGEQ 5.41E-05 -3.542 lung adenocarcinoma... lung Treatment vs. Control  Treatment:Transfecti... GSE65420.GPL11154.0
3- colon cancer [colon] OncoGEO 3.61E-06 -3.456 colon cancer colon Treatment vs. Control ~ Treatment:TreatTime... GSE55624.GPL570.tes
17602- fibrocystic bre: LINCS 7.13E-06 -3.379 fibrocystic breast dis... breast Treatment vs. Control  Treatment => radicic... GSE70138.GPL20573.1
21464- normal control LINCS 1.68E-04 -3.276 normal control kidney Treatment vs. Control  Treatment => dasatin... GSE70138.GPL20573.1
11667- breast ductal c: LINCS 6.77E-06 -3.274 breast ductal carcinc... breast Treatment vs. Control  Treatment => AZD83... GSE70138.GPL20573.
1- melanoma [skin] Tra OncoGEQ 1.29E-06 -3.267 melanoma skin Treatment vs. Control  Transfection:CellLine ... GSE12445.GPL96.test’

Selected 200 / 201

XIT—=IDT—TIWHRTRINET . RIRIITITAINII T TRENTEET, (THT
[X"case.treatment” 714 —ILRODBEROAEFRRITDEDICTAIIIITEINTUVET)

Significant metadata in 200 selected analyses (Epithelial-mesenchymal transition [EMT]) - O x

Customize Table EEB» 200 repository analyses selected

Metadata fi... ® * Significant ... T X p-value T ¥ Selectedan... T ¥ Totalanaly... T ¥ Selected an... T ¥ Total analy... T *
case.treatment dasatinib 2.38E-1 10 135 200 62813
case.treatment luminespib 1.04E-07 7 116 200 62813
case.treatment pracinostat 3.43E-07 6 85 200 62813
case.treatment NVP-TNKS656;selum... 1.01E-05 2 2 200 62813

Selected 0/ 48

POTAET4T7OVMELEDIVRR—NRY T PoOT1 74 7OV EEER(JPEG. PDF. PNG. TIFF.
SVQ)EULTIVRR—rTBIENTEET,

T—JIVERID IO ZAR—bRS T GBRUIZBT 2 T ¥ A hEZIE Xls ELTTIRAR—b B2 ENTEET,
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Land Explorer 51t & HFED AL TRID“comparison ID” FI(HEHS 2 HH)ICHBIGSE6S
DO ED )Y DT RE. TV NERIVIT—/ TOVNCERRITDENTIET,

Analysis Name T Project T X P-value T  Z-score T casediseas... T ¥ casettissue T * compariso... ™ X compariso... T X compariso... T %

23535- prostate adenc LINCS 8.01E-04 -4.127 prostate adenocarcin... prostate Treatment vs. Control  Treatment => KINOO1... GSE70138.GPL20573.1

v) Select land  LINCS_B37 v Findgene GSE70138.GPL20573.L Q, Search Fold Change vs. PValue v O = Menu
Y Custom v +7 Add Filter X Chart Setting v  Grouping DiseaseCategory Trellis  No Trellis Download

" Apply
. GSE70138 - Treatment => KIN001-043 vs DMSO

Gene Pathway

Search... u
GenelD ¥
150-
GeneName .
GeneDescription v
-
()
EntrezID v | H 2
I 2
S 100- -
]
o
=
o
=
g
- ||
50-
m
0- B B

Land Explorer [CEA9 25HllE TEeZ ZSR<TIET L,
https://digitalinsights.giagen.com/products-overview/discovery-insights-
portfolio/content-exploration- and-databases/giagen-omicsoft-land-explorer/
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BT —9EvbDOLUIRIKY

BT —5 2y MIVW<DOIDTOI T IR TAIVTICRESHSNTVNET,
ETNENIE 2020 F 12 ARETIHUATOLSBRERICHEDOTUNET,

Diseaseland

HumanDisease (16,290)
-582 diseases
+294 tissues
-68 expression platforms
4,394 RNA-seq datasets

MouseDisease (14,638)
-360 diseases
<248 tissues
*56 expression platforms
7,242 RNA-seq datasets

RatDisease (5,480)
48 diseases
78 tissues
1,680 RNA-seq datasets

LINCS (28,234)
.23 cell lines
-374 chemical treatments or
gene overexpression
<226 different targets
(or groups of target genes)

18

OncolLand

OncoGeo (7,379)
*169 cancers
95 tissues
51 expression platforms
1,835 RNA-seq datasets

TCGA (4,789)
+33 cancers
<27 tissues
-385 different mutation

Pediatrics (444)
47 cancers
-23 tissues

Metastatic Cancer (81)
46 cancers
73 tissues
*196 RNA-seq datasets

Hematology (2,511)
‘54 cancers
-14 tissue types
80 cell types
495 RNA-seq datasets

OncoMouse (933)
‘46 cancers
+36 tissues
*19 expression platforms
-259 RNA-seq datasets



TV ORRAE

AHIURININS DT —F([FFTEICHLE, ERE. QA ZLTP/T—ravMFESNEIN JFonkes—
YL SEORLRDRRT V1 iR, $Bi. 7L TS Yh T4 —L B LU RNA-seq 77./09—h
5/ENLEEDTT,

IPA TENSZEDINT BHICIF CDZRRGLRIMIICEKN DT 1 DHREZFDPEOREN SNV A TE
AWSZEIARARTH IO RDELIBFEZRAVT FT LY MMIHU TREIR—HRGAETE R D L
SICEEFZERISLET,

Example of
Omicsoft Dataset

Up-regulated
If > 1000 genes, then pick

the top up and down

genes to get ~1000 genes

~1000
Analysis-
ready genes

Filter genes by p<0.01

Standard p-value) . .
( Maintain balance of up vs

If <50 genes total survive, down
then reject the dataset
(i.e. 69% up and 31% down)

- - ]

Down-regulated

DiRIKJIZIE 56,000 LEDTF—9vbREENTHY . EDKRERZICIE 1000 LLEDERITEIRELERF
BREENTVWET, T—IEYNE 7Y TIIIDUERZEROZER, pfE<0.01 DAVRATZEEEL. 1000
RBDBILFITRDELIITTIIIDTENET,

XLINCS Tl p fEOUEWMEIX 0.01 TlE7< 0.05 [CRESNTUVET,
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IR F v DIERK

F—aty bMERREINZE. IPA IJEATARICERTUTD 4 DOV TR FvDIERLE Y S E{ERRULET,
Canonical Pathways(&AX 20 D/NXJ11)

Upstream Regulators(&KX 100 ODLF1L—7%)

Causal Networks(&K 100 D¥RY—LFa1L—%)
Downstream Effects(Diseases&Functions) (KX 100 DB 7= 3HaE)

BYUITRFvIE TRIDKSITERREINE T,

Example
Query Analysis Query signature Other Analyses to match against:
(Upstream Regulator signature)
50
Take N top-most and E \
bottom-most regulators
Scoring The ranking itself is
100 _— not used in scoring.
Currently N = 50 each for UR, Eﬁ;ﬁﬂﬁﬁf;g tchims
CN, & DE, and 10 for CP equally.

; ﬁiﬁ/

All Upstream regulators
with |z|>2, p-value <0.05)

Strong +
Weak +
Strong

20



DIRFYDRAPIIT

DT —DIT ZF v MDDV T —ZF v ED—BICDVWT UATFICRTLIIC z RAO7ZEHEULET,

My Analysis Another analysis
©) @+
® ® + Z = matches - mismatches
® © + Square root of all matches
+ » .
@ Match? @ z-score is a measure of the match between
(@] ° + two patterns
o Assumes the pattern is created from two
sets of entities where the sign of the
@ @ . matching entities is random
Q o+
@ O + = (8-1)N9 = 2.33 (raw z-score)
o O+
(®) Yes, it matches (because z>2)
Query Scoring against
Upstream Regulator Upstream Regulator
signature signature from

another analysis

CZTCEtE SNz Raw z XO71&. Analysis Match 9 7 DF A4V TIFIERRICEDTULET,
AA7&=LYBRICTBEHIC. LTOXRDICRAO7IFEREINTVETD,

My Analysis My Analysis
® @ + First, find out the max possible z-score for a
® ® + perfect match for this particular analysis:
® @ -+ = (10-0)¥10 =3.16 (It's really just equal to YN)
Perfect
@ “self-match” @ + Then divide the actual z-score for the matching
O /. 0+ analysis by the calculated max.
0 0 +
o O + _
(®) 5 In this example:
+ Normalized z-score for the matching analysis is
o o+ 2.33/3.16 = 74%
O o -
Query Query
Upstream Regulator Upstream Regulator
signature signature

TOFER. EEO—H(Raw z ROA7)NRAEICHT /Nt T—IJEULTEHRINE T IFRICE<—HT
BV TRXF VY TIIEKRT 80%ICHRUKXRIN F<—HITSVITRFvII&NT 20%D Normalized z 37
ERYET,
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Customize Table THSAISEMEZIFEIFFRTEDRIAYT—H

case.agecategory
case.animalstrain
case.cancergrading
case.celldescription
case.cellline
case.cellmarkers
case.cellsubgroup
case.celltype
case.clinicalphenotype
case.diseaseonsettype
case.diseasestage
case.diseasestate
case.dosage
case.dosage[gy]
case.ethnicity
case.gender
case.genotype
case.infection
case.plasmasamplingtime[
months]
case.pretreatment
case.response
case.sampleids
case.samplematerial
case.samplepathology
case.samplesource
case.samplingtime
case.samplingtime[dpi]
case.samplingtime[hours]
case.samplingtime[hpi]
case.smokingstatus
case.subjectinfection
case.subjecttreatment
case.symptom

case.tissue
case.tissuedescription
case.tissueregion
case.transfection
case.treatment
case.treatmentstatus
case.treattime
case.treattime[days]
case.treattimel[hours]
case.treattime[minutes]
case.treattime[weeks]
case.vaccine
case.virusstrain
collection
comparisoncategory
comparisoncontrast
comparisonid
comparisonindex
comparisontype
control.agecategory
control.animalstrain
control.cancergrading
control.celldescription
control.cellline
control.cellmarkers
control.cellsubgroup
control.celltype
control.clinicalphenotype
control.diseaseonsettype
control.diseasestage
control.diseasestate
control.dosage
control.dosage[gy]
control.ethnicity

22

control.gender
control.genotype
control.infection
control.pretreatment
control.response
control.sampleids
control.samplematerial
control.samplepathology
control.samplesource
control.samplingtime
control.smokingstatus
control.subjectinfection
control.subjecttreatment
control.tissue
control.tissuedescription
control.transfection
control.treatment
control.treatmentstatus
control.treattime
control.treattime[days]
control.treattime[hours]
control.treattime[minutes]
control.treattime[weeks]
control.vaccine
control.virusstrain
genemodelid

length

observation name
organism

projectname
platformname
sampledatamode



RmICETSHAVEDEICONT
AV 2T IVICEEHN SN TORVEHBLHEEECBIL TIX IPA Winter 2020 1—H—HA/REITBRIETL,
ZOMh, IPA ZZHRBICRSN TS FHRRCRENE U IBAR E Y R— b ROF THRAE<IET .

FE—FIIWN\1A0Y A=t
HRIY—R—b

TEL: 03-6240-0451

e-mail: support@digital-biology.co.jp
B R—bIGEE F8 9:00~17:30

23


mailto:support@digital-biology.co.jp

	本マニュアルについて
	Analysis Matchについて
	Analysis Matchのデータソース
	Analysis Matchの使用方法
	解析結果のフィルタリング
	メタデータの評価
	データセットの検索
	ヒートマップの表示
	ヒートマップのフィルタリング

	Activity Plotについて
	Activity Plotの起動方法
	Activity Plotの使用方法

	解析データセットのレポジトリ
	データセットの解析方法
	シグネチャの作成
	シグネチャのスコアリング

	Customize Tableでカラムに追加または削除できるメタデータ
	製品に関するお問い合わせについて

