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Expression Analysis - NRF2-Transcriptomics-Modified CDDOVSDMSO — 2018-06-24 04:20 PM i E

Summary | Canonical Pathways | Upstream Analysis | Diseases & Functions | Regulator Effects | Networks | Lists | My Pathways | Molecules ~ Analysis Match |

VIEW AS HEATMAP | VIEW COMPARISON || CUSTOMIZE TABLE [IF=YI S More Info

Analysis Name L I Project ¥ X/| case.diseasest... T l‘ c... T/ X/| comparisoncontrast PHXJ T)iX ‘ po i NEG| (o LalES ) PRRANET) PRRARETI Y ES viix ‘
2- normal control [lung] NA 4124 MouseDisease |normal control lung Genotype:SubjectTreatment => wild type -> s...|http:... |#3.38 [59.60 |[36.06 |33.81 |50.71 |25, Al
1- emphysema [lung] NA 5123 IMouseDisease [emphysema [tung TreatTime:SubjectTreatment => 1.5 months -... .. 67.94 [58.49 |41.23 41.91 22...
114- head and neck squamous cell carcinonTCGA head and neck squa... head an... [NFE2L2_Somatic_Mutation_[DNASeq]_Status =... |https... 67.94 |55.01 [30.51 38.36 - 22...
3- emphysema [lung] NA 5125 MouseDisease |emphysema ‘Iung TreatTime:SubjectTreatment => 6 months > ...|http:... 73.38 [55.01 [33.17 40.39 18...
160- lung squamous cell carcinoma (LUSC) [[TCGA jung squamous cell ca... lung KEAP1_Somatic_Mutation_(DNASeq)_Status => ...|https... 62.02 [52.57 [38.73 38.33 20
140- head and neck squamous cell carcinam TCGA head and neck squa ‘head an... [KEAP1_Somatic_Mutation_[DNASeq]_Status => ...|https... 62.02 [51.30 [36.06 37.34 18
11- small intestine cancer [small intestine] N:MousaDisease small intestine cancer  small int... |Genotype => APC+ /+;CFTR flox/flox;Villin-Cr... http 73.38 |47.30 [28.28 [33.81 |45.69 17
191- hepatocellular carcinoma (LIHC) [liver] ITCCA hepatocellular carcl‘na.‘.‘liver Gender => MALE vs FEMALE https... 67.94 |45.88 |40.00 38.45 23
1- normal contrel [small airway epithelium] NHumanDisease [normal control small air...|SmokingStatus => smoker vs non-smoker http:... 67.94 [41.36 [36.06 36.34 .21
11- normal control [peripheral blood] NA 32 MouseDisease |normal control ‘peripher ..|Dosage:SamplingTime[hours] => 168 -> 600 ...|http:.. 41.36 [27.14 |33.81 [42.56 13...
5- normal control [pancreatic islets] low (yloiMcuseDisease normal control pancrea... |Treatment:DiseaseState => normal control => ... [http:.. 38.04 [30.00 35.36 10..
68- hepatocellular carcinoma (LIHC) [liver] NJTCGA hepatocellular carcino. .‘I\ver CTNNB1_Somatic_Mutation_[DNASeq]_Status =... [https... 36.27 [31.62 35.32 12...
2- hyperlipoproteinemia type Il [urine] NA S%HumanDisease hyperlipoproteinemia ... urine CellType:DiseaseState => mesenchymal stem ... |https... 32.44 (28.28 (37.80 |44.24 16...
20- normal control [liver] NA 1004 MouseDisease normal control ‘I\ver Tissue => liver vs heart https.. 32.44 (20.00 (33.81 [38.55 7.06
2- liver cancer [liver] NA 478 loncoGEO liver cancer liver DiseaseOnsetType —> hepatocellular carcinom. .. |https... 25.65 44.72 [35.94 8.26
1- obesity [hypothalamus] NA 3749 IMouseDisease [obesity \hyponhal DiseaseState => obesity vs normal control http 21.68 (20.00 [33.81 [35.86 10
2- acute lymphocytic leukemia (ALL) [lympho/OncoGEQ acute lymphocytic leu... lymphoi... [TreatTime[hours] => 1 vs 0 http 21.68 56.06 |36.42 13
4- breast cancer [breast] 4-hydroxytamoxifeOncoGEQ breast cancer ‘breas\ CellDescription:Treatment => tamoxifen sensit... |http:.. 15.39 [24.49 |37.80 |37.77 4.
2- lung adenocarcinoma (LUAD) (lung] TGF bHumanDisease lung adenocarcinoma ... lung Infection: Treatment => none -> TGF betal vs... |http:... -28.10 -47.81 |-37.32(7.2... 9.26
3- liver cancer [liver] NA 88 OncoGEO liver cancer ‘I\ver DiseaseOnsetType => combined hepatocholan...|https.. -28.10 -44.72 |-36.55|2.. 9.10
2- liver cancer [liver] NA 311 loncoGEO liver cancer liver LandSampleType => Primary Tumor vs Solid T...|https... -30.35 [-10.00{-33.81 |-35.52|1.0... 6.59
1- fatty liver [liver] none 1908 MouseDisease |fatty liver ‘I\ver DiseaseState => fatty liver vs normal control http:... -30.35 [-22.36|-37.80|-39.61|1.2... 7.06
2- normal control [peripheral blood] NA 133 HumanDisease |normal control peripher...|ClinicalPhenotype:Tissue => normal -> periph...|https.. -31.13 [-20.00|-33.81 |-39.58|4.f 8.69
1- hepatoblastoma [liver] NA 301 Pediatrics hepatoblastoma ‘hver LandSampleType => Primary Tumor vs Solid T... |https... -32.44 [-28.28(-44.72 |-43.351.6... o [15-...
1- liver cancer [liver] NA 1116 loncoGEO liver cancer liver LandSampleType = Primary Tumor vs Solid T... |https... -33.11 [-24.49(-33.81|-39.84{1.0... 9.54
5— renal Wilms' tumor [kidney] NA 9 IPediatrics renal Wilms' tumor  |kidney  |DiseaseState => renal Wilms' tumor vs normal ...|http:... | _36.27 _41.40 |-36.40]5. 8.71
1- bile duct cancer (CHOL) [bile duct] NA 40,0ncoGEQ bile duct cancer (CHOL) bile duct |DiseaseState => bile duct cancer (CHOL) vs he... |https... -36.27 [-22.36|-33.81 |-40.092.6... 7.97
11- diet induced obesity [jejunum] NA 4429MouseDisease |diet induced obesity L‘ejunum Tissue:SubjectTreatment => jejunum —> high ...|htp:.. -36.79 [-36.06|-33.81 |-42.17|1.2... 16...
4- normal control [liver] tetracycline 3232 |MouseDisease |normal control liver Treatment => tetracycline vs DMSO https... -39.74 [-8.16 |-22.68 |-37.26(5.. 13
1- asthma [pulmonary ainway] NA 3446 HumanDisease [asthma ‘pulmnna .|DiseaseState => asthma vs normal control http:... -67.94 |-42.92 [-36.06 -36.733.1... 19..[5
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Lade B

[ vicw comeasison | customize Taace [[FYISE UR (z-score} [55.01 - 11.47 (plof22) v () [ iMore Info
Analysis Name ¥ [ Project M X[ case... |7 X[ case.... [T X[ com... T/X] . WX X[CP... M X[y .. TIX[CN.. TIX[DE .. T K] z-s... 17 X]|
114- head and neck squamous cell carcinoma (HNSC) [head and nd TCGA head and n... |head and n... NFE2L2_So... |RnaSeq_Transcript . 6794 55.01 3051 38.36 =
160- lung squamous cell carcinoma (LUSC) [lung] NA 2849 TCGA lung squam... |lung KEAPL_Som... [RnaSeq_Transcript . |62.02 52.57 38.73 38.33
140- head and neck squamous cell carcinoma (HNSC) [head and ngTCGA head and n... |head and n... [KEAP1_Som... [RnaSeq_Transcript .. |62.02 51.30 36.06 37.34
11- small intestine cancer [small intestine] NA 575 MouseDi intesti...[small intestine|Genotype =...|Rnaseq_Transeript i .. (3038 47.30 28.28 33.81 45.69
191- hepatocellular carcinoma (UHC) (liver] NA 2418 TccA liver Gender => __|RnaSeq_Transcript  |hitps: f/ca... [67.94 45.288 40.00 38.45
122- bladder carcinama (BLCA) [bladder] NA 9 TccA blacder car...|bladder NFE2L2 So... |RnaSeq_Transcript  [nitps:/ica.. 45.88 40.00 21.47
248- lung adenocarcinoma (LUAD) [lung] NA 2673 TcoA lung adeno.... [lung AKT3_Soma...|RnaSeq_Transcript — |hitps: fca... 42.92 37.42 20.08
133- lung squamous cell carcinama (LUSC) [lung] NA 2819 TCGA lung squam... lung NFE2L2 So... |RnaSeq_Transcript  |hitps:/ica.. |a2.52 33.17 19.02
122- endometrial carcinoma (UCEC) [uterus] NA 4485 ITCGA endometrial...|uterus NFEZL2 S0... [RnaSeq_Transcript 42.92 41.23 21.04
56~ cervical squamous cell carcinoma (CESChendacervical adenocar] TCGA cervical squ... |cervix IATR Somati... [RnaSeq_Transcript |a138 3873 20.02
80~ cervical squamous cell carcinoma (CESChendocervical adenocar TCGA cervical squ... cervix NFE2L2 So... [RnaSeq_Transcript  [https:/ica... 39.74 24.49 16.06
160- lung adenocarcinoma (LUAD) [lung] NA 2576 TcGA lung adeno... [lung KEAP1_Som... [RnaSeq_Transcript  [nitps:/jca.. [s8.74 27.14 16.72
43~ thyroid carcinoma (THCA) [thyroid] NA 4405 = lthyroid carc...|thyroid KEAP1_Som... [RnaSeq_Transcript  |https:/fca.. 39.74 32.07 17.95
37- papillary renal cell carcinoma (KIRP) [kidney] NA 2018 Tcca papillary re... ldidney CBLE_Somat...|RnaSeq_Transeript  |https:/ fca... 38.04 34.64 18.17
133 lung adenocarcinoma (LUAD) [lung] NA 2546 =y lung adeno.... [lung NFE2L2 So... [RnaSeq_Transcript  [https://ca... [62.02 38.04 37.42 34.37
2- normal control [bone marraw] 15d-PGJ2-PC 758 cont.__|bone marrow |Treatment _ |RnaSeq_Transcript  |hitps:f fw. 36.79 20.00 33.81 22,65
68- hepatocellular carcinoma (LIHC) [liver] NA 2473 TcoA hepatocellul...liver CTNNE1_So... |RnaSeq_Transcript — |hitps:/fca... (73038 36.27 31.62 35.32
1= normal control [Iiver] NA 627 MouseDisease|normal cont... liver SubjectTrea... [Rnaseq_Transeript - |67.94 36.27 3162 33.96
1- normal control [bone marrow] 15d-PGJ2 757 i cont...|one marrow |Treatment ... |RnaSeq_Transcript | hitps 35.00 24.49 14.87
8~ lung adenocarcinoma (LUAD) [lung] erlotinib 1381 OncoGEQ [lung adeng... |lung Treatment.... [RnaSeq_Transcript  |fttps:f fw 3244 8.1
20- narmal control [liver] NA 1004 cont....|liver Tissue => li...RnaSeq_Transcript  |hteps://tra...|67.94 32.44 20.00 33.81 38.55
42~ head and neck squamous cell carcinoma {HNSC) [head and neq TCGA head and n.. |head and n... [HGF_Somati... |RnaSeq_Transcript  |nttps:/fca.. 3113 18.90 12.51
4~ hepatocellular carcinoma (LHO):primary G Hlul...liver Genotype =...|Rnaseq_Transeript  |https:/ fw... [62.02 3113 23.29
42- bile duct cancer (CHOL [bile duct] NA 801 =y bile duct ca... bile duet  |ATM_Somati...|RnaSeq_Transcript  [nttps:fca .. [67.04 30.35 33.17 32.86
169- skin melanoma (SKCM) [skin] NA 3863 = skin melano...|skin RNF43_som... [Rnaseq_Transcript  [hitps:/ica... [67.94 3035 28.28 31.64
20- cervical squamous cell carcinoma (C ndacervical adenocar TCGA cervical squ...|cervix COKN2A _So...|Rnaseq_Transcript — [https: f fca... 30.35 3162 15.49
12- primary immunodeficiency disease [iiver] NA 827 i ry im.... [liver |Rnaseq_Transcript  |hitps: .. 30.35 24.49 13.71
18- normal control [liver] NA 1001 M DI cont....|liver o[Rnaseq_Transcript  |hips 30.35 16.33 28.65
17- narmal cantrol [liver] NA 1000 . iver |Rnaseq_Transcript  |https: 30.35 18.90 29.30
89~ hepatocelular carcinoma (LIHC) [liver] NA 2486 TCGA G Mlul...| NFE2L2 So... |RnaSeq_Transcript  [nttps: 30.35 28.28 26.53 =]
Selected 0 / 4251
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Significant metadata in 29 selected analyses (CODOVSDMS0) g B
D 22 repaository anatyses selected

|Meu:dal: fie b X X | Significant term T = | p-value T o= l Selected anabmes wit... T % | Total arakyzes witht.., T = l Selected anabyses wit... T X | Total arakyzes witha... ™ = I
case subjectreatment IR4F smoking exposure 4. A0E-14 B 53 13 CESTY -
case dosage 100 to 200 mgsm3 Ts#, 6 ... [1.206-08 3 |2 |1z [33741 l.
case diseasosam Smp e ma 4.B3E-08 E] 17 22 0616 |
case desage [34.4 ugi! ricotne 4 howrsy... [1.556-06 3 [s& 12 [33741 |
cave Bissue nasal epithelium 4.91E-06 3 TE 22 SOE0T

cave subjecrestrnent |urml:mq B e |S 46E-D6 3 |15 13 |Gi]6 I..
Selected 1 [ 42
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Metadata field : EERFE (F—7—-RFEFEIL-X) HRDIN OmicSoft X975 —5T1—)L RD&HI.
Significant term : ERUC—EDFEAT TAIEICTUYFUTWDZENMDHOIZEBRDAEE.

p-value : FEIRUEEAT OB EDARE(CH U CGBTEINE Ty —DIEHERED p fE.

Selected analyses with term : ZBIRESNZEETDS5. EERAEZRF DFENTEL.

Total analyses with term : EE2RFAEZSOEIRSNIEND . 2RCHITDHTEL

Selected analyses with any value in field : 3#ZRUERAT(CREET 2 AEBN S EN TV R EIE DD DT E
Total analyses with any value in field : 20OX57—4574 =)L RIAEBOREN G IETEL
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Search for OmicSoft Analyses
with keywords

PIFoFIE, eb (human) OIgE (asthma) #ZATFEER T, albuterol ZEFRVEDZIRZRUTVET . COLIBHER

RAERNS. TN IU TREITZFIKHN, S K 20 [EZZIRL CLEBRAETS 32ENTEET,

I Search '

Dataset and Analysi

human AND asthma NOT albuterol

| ‘ Searchl _iJ More Info

Examples: liver, "mouse OR rat", "Hela NOT 3T3", "p?3", "ovar*"
Search Results\

Found 252 results in 6ms for query [human AND asthma NOT albuterol] 1 OmicSoft > Diseaseland > HumanDisease > Analyses
Folder Types 1- neutrophilic asthma [sputum] NA 3605
@ dataset (127)
® analysis (125) Experiment Metadata -
av
[ A0 0 comparison | Creation Date [2018/06/2... - 2018/06/2... (plof13) ~|[) case.trealime{hours]
i sampledatamode Expression_Intensity_Probes
Folder Name Folder Type T Creation Date Folder Id comparisoncontrast DiseaseState => neutrophilic asthma vs
1- neutrophilic asthma [sputum] NA 3605 analysis 2018/06/21 12:34:30 (1000141118 case.dosage[gy]
2~ paucigranulocytic asthma [sputum] NA 3606 analysis 2018/06/21 03:00:41 |1000136747 comparisoncategory Diseasel vs. Disease2
4- asthma [peripheral blood] LpA 3312 analysis 2018/06/20 23:00:14 |1000134154 control.diseasestate eosinophilic asthma
1- asthma [airway smooth muscle] FBS 4754 ‘analysis 2018/06/21 17:02:33 |1000141771 case.treattime[days]
5- asthma [nasal epithelium] NA 752 analysis 2018/06/20 21:38:27 (1000133406 collection ImmunoHuman
1- asthma [tracheal epithelium] Infection_rhinovirus 240 ‘analysis 2018/06/21 16:40:20 |1000141732 control.samplesource sputum
1- asthma [nasal epithelium] NA 748 analysis 2018/06/21 16:55:16 (1000141760 control.treatment NA
1- asthma [sputum] NA 5447 ‘analysis 2018/06/21 15:29:40 (1000141582 downregulated log2 cutoff -0.0665
1- asthma [bronchial epithelium] Transfection_HRV-infect... analysis 2018/06/21 15:47:57 |1000141622 length 30373
1- asthma [peripheral blood] NA 1827 ‘analysis 2018/06/21 16:19:00 (1000141692 control.treattime[hours]
1- asthma [bronchial airway epithelium] poly(I_C) 4029 analysis 2018/06/21 15:50:27 (1000141628 case.tissue sputum
1- asthma [bronchial epithelium] NA 3752 ‘analysis 2018/06/21 15:48:36 (1000141623 control.dosage[gy]
1- asthma [lung] NA 1564 analysis 2018/06/21 15:45:13 |1000141616 case.treattime[minutes]
2- asthma [nasal epithelium] IFN beta 1526 ‘analysis 2018/06/21 04:21:08 [1000137533 comparisonindex 3605
2- asthma [peripheral blood] NA 2859 analysis 2018/06/21 04:16:29 |1000137482 control tissue sputum
3- asthma [bronchoalveolar lavage] NA 3685 ‘analysis 2018/06/21 00:43:29 |1000135265 key Value
4- asthma [tracheal epithelium] NA 243 analysis 2018/06/20 22:57:36 (1000134123 control.treattime[days]
7- asthma [airway smooth muscle] BSA 4761 ‘analysis 2018/06/20 10:57:48 [1000126719 observation_name 1- neutrophilic asthma [sputum] NA 360
8- asthma [airway smooth muscle] FBS 4762 analysis 2018/06/20 10:43:20 |1000126562 case.treatment NA
1- asthma [bronchial epithelium] Transfec(ion_HRV—infeﬂ...‘analysis 2018/06/21 16:58:15 [1000141764 genemodelid OmicsoftGene20130723
upregulated log2 cutoff  0.0605
control.treattime[minutes] .
projectname GSE45111
control.sampleids GSM1096929;GsM1096930;GSM1OSGQZIH ;‘ -
4 ﬁ »
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Match Analyses Heatmap: Example of single observation with metadata OmicSoft keys - 2017-12-16 08:31 PM

d

rSettings/Leg

More Info
Measurement; Activation z-score ~/-460 — l- 5.612

Sort Method: \ Hierarchical Clusteringv| Visualize:
Insignificance Threshold: l:l (absolute value)
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| Entity Name

m || Entity Type

=)

Homeostasis of mononuclear leukocytes

DE Homeostasis of blood cells
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