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total RNA, 1pgiX L (>20pL), 50ng/pLiA E
0D260/280=2.0, 0D260/230=1.0

total RNA, 3ugid L (>20pL), 50ng/uLA £
0D260/280=1.8-2.2, 0D260/230=1.8

total RNA, 10ng ~ 100ng (> 20uL), 0.1 ~ 10ng/pL
0D260/280=2.0, 0D260/230=1.0

DNA, 1pghl E (> 20uL), 20ng/uL
0D260/280=1.8, 0D260/230=1.0

DNA, 1pgitl E (>20uL), 20ng/pL
0D260/280=1.8, 0D260/230=1.0

DNA, 1pgii E (>20pL), 20ng/uL
0D260/280=1.8, 0D260/230=1.0

DNA, 3ugit Lt (>20pL), 20ng/uL
0D260/280=1.8, 0D260/230=1.0

RASHERE, 5.0 X104~ 5.0 X 105cells/tube , n=1IcHL T3
tubes X EfEZ @I BATHHRAICEAVEDOELLEIL,

ChIP-DNA, 100 ng (#32), (>10 uL ), BiK - X, 100~500
bp (E—%kw7:200~300bp), 0D260/280 = 1.8-2.0

DNA, 6pgii E (> 60pL), 50ng/uL
0D260/280=1.8, 0D260/230=1.0

DNA, 6pgit £ (> 60pL), 50ng/uL
0D260/280=1.8, 0D260/230=1.0

DNA, 3pgidE (> 30pL), 30 ~ 100ng/pL
0D260/280=1.8, 0D260/230=1.0

DNA, 200ngiA L (> 12pL)
0D260/280=1.8 - 2.0

DNA, 200ng:! E (> 10pL)
0D260/280=1.8 - 2.0
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total DNA, 1 ~ 2ug (> 50uL), 20ng/uL M £

0D260/280=1.7, 0D260/230=1.5
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DNA, 10pgil E (> 20uL), 100ng/pLiA £
DNAf A5 X 40KbJX £
0D260/280 =1.8- 2.0 0D260/230=2.0-2.2

DNA, 10pgit E (> 20pL), 100ng/uLi
DNABFE 1 X 40Kbid E
0D260/280 = 1.8 - 2.0 0D260/230=2.0-2.2

DNA, 10pgid E (> 20pL), 100ng/pLIX £

DNAHTH -1 X 40KbI £
0D260/280 = 1.8 - 2.0 0D260/230=2.0-2.2

DNA, 200ngiX E (> 20uL), 10ng/uLik £
0D260/280=1.8-2.0
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BEiE DNA, 10pugit t (> 20pL), 100ng/uLi £
=] il AV=y oXcy DNA - 7~1058  DNAHGE X 40Kbit £
R 0D260/280 = 1.8 - 2.0 0D260/230=2.0-2.2
DNA, 10pgit L (> 20pL), 100ng/pLIA E
¥ 87,000 DNA 1Gb 7~10i8  DNAEFK X 40Kb |t

0D260/280 =1.8 - 2.0 0D260/230=2.0-2.
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MGI Platform
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DNA, 1ugit E (>20pL), 20ng/uL
DNA 150PE - ugid E (>20pL), 20ng/p

WGS e ¥ 85’000 90Gb 0D260/280=1.8, 0D260/230=1.0
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